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I Claim; 

1. A metnod of developing therapeutic agents comprising 

the steps of: 

providing a base sequence of an organism's nucleic 
acid, said base sequence containing at least a portion of genetic 
information for a biological component of said organism; and 

synthesizing an oligonucleotide, the sequence of which 
is derived from said \ase sequence, for hybridization with 
messenger ribonucleic \ci6 specific for said biological component. 

2. The method of claim 1 further including the step of: 
transforming sai^ oligonucleotide into a more stable form 

to inhibit degradation by sfeid organism, 

3. The method of claim\ 3/wherei\n said more stable form is 
a phosphotriester form. 



4. The method of cla 
is a protein. 



m l W ein said biological component 



5. The method of cla i\\ 4 wh\re iij/sa id oligonucleotide is a 
deoxyribonucleotide. 

6. The method of claim 1 whe\:ein the nucleic acid is 
ribonucleic acid. 



7. The method of claim 6 wherein the ribonucleic acid 
is messenger ribonucleic acid. 
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8. The method jof claim 1 wherein the bas sequence 
comprises about fourteen or more bases. 

9. The method ot claim 1 wherein the base sequence 
comprises about twenty-three bases. 

10. The method of claim 1 wherein the order of said base 
sequence is determined from ribonucleic acid or deoxyribonucleic 
acid specific for said bio\logical component prior to synthesizing 
the oligonucleotide. 

11. The method of claiVn 1 wherein the order of said base 
sequence is determined from Aessenger ribonucleic acid specific 
for said biological component\ prior to synthesizing the oligonu- 
cleotide. 

12. The method of claim l\ wKereln the order of said base 
sequence is determined from theA biolodical component 's sequenc 
prior to synthesizing said loligctoucleotide. 



13. The method of claiii comprising the step 



of: 



cloning. 



inserting said oligonucleotide /into a plasmid for 



14. The method of cl a inrt3 wherein said plasmid is 
pBR322. 



15. The method of claim 14 wherein said oligonucleotide 



is inserted into said plasmid with a- 



1 inker base sequence. 
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16. Th Method of claim 5 wherein said linker sequ hce 
is GATTCGAATC o\ CTAAGCTTAG. 

17. The method of claim 5 wherein the, linker is 
susceptible to partial degradation by Hind III or Alu I 
restriction nuclease. 

18. The methdp of claim 1 wherein the base sequence 
is synthesized chemically. 

19. The method of claim 1 further comprising the step of: 
cross-hybridizing the base sequence against nucleic 

acid from at least one\source other than said organism, whereby 
the base sequence is more specific to said organism. 

20. A method of sel^ct4^ely controlling activity of one 
or more specific biological components in a cell without 
substantially interfertfind with\ the activity of other biological 



components of said eel 



L said method comprising the steps of: 
forming an dltg^fEaMeqtide having a base sequence 
substantially complem^nt^ryA to a pbrtion of messenger ribonucleic 
acid coding for said biological component; and 

introducing sale oligonucleotide into said cell. 

21. The method of claim 20 wherein said oligonucleotide 
comprises at least about fourteen bases. 



22. The method of claim 20 Wherein said oligonucleotide 
comprises about twenty-three bases. 
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23. The methodW claim 20 wherein said messenger 
ribonucleic acid codfes for a protein. 

24. The method of claim 23 wherein said protein is 
follicle stimulating hormone, which has an alpha chain and 
beta chain. 

25. The method of c\aim 24 wherein the oligonucleotide 
base sequence comprises: 

ACCACGCRtCCR.ATC^CGATGTG, and wherein 
R x is G or T and^R 2 is G or T. 

26. The method of cla^m 20 wherein the oligonucleotide 
is a deoxyribonucleotide. 

27. The method of cla^n\20 wherein said hybridization 
occurs at about 37°C. 



28. The method of cla 
is formed through diest 



2P whereiri said oligonucleotide 



29 



The method of claim 20\ further comprising the step 



of: 



transforming at least a\ portion of the oligonucleotide 
into a more stable form to inhibit degradation in said cell. 



30. The method of claim 29 ^herein said more stable 
form is a phosphotriester form. 
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31. Am thod df inhibiting th inf ction of a host 
organism by a for ilgn organism, said m thod comprising the 
steps of: 

isolating a base sequence from said foreign 
organism's nucleic albid, the base sequence containing at least 
a portion of genetic! information coding for a protein vital to 
said foreign organism's viability; 

synthesizing! an oligonucleotide, the order of which is 
derived from said bask sequence to be substantially complemen- 
tary to messenger ribonucleic acid coding for the proteinj 
and 

treating said\foreign organism with an effective 
amount of the oligonucleotide to hybridize with a portion of 
said messenger ribonucleic acid and block translation of said 
protein, thereby inhibiting the viability of the foreign organism. 



of: 



32. The method of cjflaim\31 further comprising the step 



transforming J^aid oligonucleotide into a more stable 

iid organisms. 



form to inhibit degrada 



33. The method oflblj 
is a phosphotriester fori 



aim 32ywherein said more stable form 



34. The method of claikn 31 further comprising the steps 



of: 



determining the orfler of the base sequence prior to 
synthesizing the oligonucleotide. 
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35. The method ofi claim 31 further comprising the step 



of: 



cross-hybridiiing the oligonucleotide against messenger 
ribonucleic acid from cAt least one organism different from said 
foreign organism to increase the specif ity of the oligonucleotide 
against said foreign organism. 

36. The method of clfeim 35 wherein the cross-hybridization 
is performed against messenger ribonucleic acid from said host 
organism. 



37. The method of cl£ 
deoxyribonucleic acid or 

38. The method of cl 
a deoxyribonucleotide. 



wherein the nucleic acid is 
jcleic acid. 

Jim 131 wnerein the oligonucleotide is 



39, The method of claim 31 wherein tne oligonucleotide 
hybridizes only with a messenger ribonucleic acid unique to said 
foreign organism. 



40. An agent fo\ use against a living organism, said agent 
comprising an oligonucleotide in a stabilized form to inhibit 
degradation by said liVing organism and having a nucleotide 
sequence substantially Complementary to a base sequence of at 
least a portion of messeWr ribonucleic acid coding for a 
protein vital to said organism's viability. 



41. The agetf^jj^laim 40 wherein the ^ol^nuc le 
in a phosphotrie^tejLaorm. 



is 
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42. The agent of claim 40 wherein the ^ligonuolootid e has 
at least about fourt dn-Jias s. 



43. The agel 
about twenty-three 



44. The agent o 
a deoxyribonucleotide 




laim 40 wherein the 



40 wherein the oligonucleotide is 



45. An agent\for use in controlling synthesis of a protein, 
said agent comprising an oligonucleotide in a stabilized form to 
inhibit degradation^ and having a nucleotide sequence substantial- 
ly complementary to\a base sequence of at least a portion of 
messenger ribonucleic acid coding for said protein. 



46. The agent of claim 45 wherein the ^iff o nuclfcotido has 



at least about f 



47. The a 




een bases. 



claim 45 wherein the 




fnnnrl rnHtift has 




45 wherein the oligonucleotide is 



about twenty-three basies 



48. The agent of 
a deoxyribonucleotide. 



49. A therapeutic agent useful in controlling synthesis of 
a protein from an organism, said agent comprising a stabilized 
oligonucleotide, the sequence of which is derived from ribonucleic 
or deoxyribonucleic acid isolated from said organism, wherein said 
sequence is substantially Complementary to a portion of messeng r 
ribonucleic acid coding foAsaid protein. 
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50. Th agent eft ^daim 49 wh rein said oligonucleotide 
is a d oxyribonucleol 



51. The agent of claim 49 wherein sai 
has at least abo^tr^f our teen bases. 



52. T] 
has about tw£ 




claim 49 wherein said ol igonucleoti d e 
bases. 
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